— build your selection
— set selection representation C h e C k fO r
[ ]

SAT W O r kfl O W — . gﬂ"“ e [ ball and stick [ stickiwireframe 90 centerin g

o Al eg.ACD [O'spacefil 100% [Idots 100% [ backbone 90 * Spare pa rts
1 . |Oa d | | IO I ECU |e O r all protein el O trace‘QO [ ribbon [ cartoon ° i n fra m e
alpha carbon . all 0 O O .
backbone/mainchain sites: e.9. PHE,ALA GLY strands rocket meshribbon 2.5 ° OCCI u SiO n S

scene helix @! limit to residue numbers: [ surface [ halos [slab / depth 100 |0

sheet all hd Orientation

Leaving the input field to the right of a representation-type blank chooses its

2 : Se I eCt ato m S SREREHHIS e.g. 18,23-25,32 default setting.

fum tei it alemants: Ball and stick is a combination of wireframe and spacefill.
non-protein v -
. ; =
3 . d ra W, Cco I (0] r, Ia bel Hold ctrl to select multiple groups all | replace representation add to representation et aany
e.g. Fe,2H,31P remove from representation Seana anie

4 * C h ec k Sce n e replace selection add to selection hide selection

5 : Save Sce n e & Ca pt i O n PEmiove fromi SelecHon Eﬂéﬁ:ﬁlﬂvzﬁjtti:@gig:e name to save as the most recent version (will not
— disulfide and hydrogen bonds [hide] overwrite).

6 . Inse rt gree n I n k — invert and center ssbonds on (backbone) - | color v Scene description, for your own record

invert current selection center on current selection hbonds off i ‘ color |

— load molecule

— select within distance — color
By PDB code: load append ' " . :
L ] 3 ; Select atoms within| A of current selection. go ® seleciion O background O isosurface O Scene caption for display under JSmol applet
® Asymmetric Lnif O BiolagiéalAssembly Expand selection to include entire residues containing any selected caption_Background_Color O caption_Font_Color J
From Proteopedia uploaded file: a atoms. go -
1 BRRREREN

(To load from an uploaded file, first upload the file to

Proteopedia) — mouse click selects III 1. IIIII IIIIII when this scene loads, | want it to | stay still v

O nothing O center O atom Oelement Oresiduelligand Ochain III II II III Use Default Rendering While Rotating -

[J Add both hydrogens and multiple bonding while loading

the structure. O Always Reload Structure When Loading this Scene

mouse click selects i
show scene transition options? O

® nothing O atom

— load scene |
Save current scene
Page name — label selected atoms
User:Karsten_Theis/BioMolViz —
A Proteopedia page name. ) Scene Link
. elements (CPK) .
y (Jatom name [Jelement L] 3-letter residue code — chain Scroll-up to the the main edit area of the page, and position the
Scene name Version number [ residue # [ chain composition cursor at the place where you would like the green link to appear.
; = . Otherwise select, within the main edit area of the page, a portion
Choose... el e set label  clear labels from selection N->C rainbow (named chain) N->C rainbow (polymer) of text that will become the green link. After that, click on the
) labels are set to each atom in a selection Secondary structure hyd rophobic/pofar button to Insert Scene Link
Select Atoms @ ALL O NONE H | color + label size... ~ | font... v : r :
Si"‘t’J:SfdedR"E‘!’ng:")s OoN ®OFF Ava | |a ble | e :harge, :rotel: ! :volutlor:ary cor:s:-rvation
i H ” emperature, fixe emperature, relative
‘ Use Simplified Rendering While Moving u N d e r J m Ol Label position: x offset 4 Iyoffseli 4 Search
Advanced: Open JSmol Console 1 . thoring tool
or enter below JSmol commands win d ow — caption [show] ) — transparency Refe re n Ce . SceneGZu OI;r;Zrcoho s
Ihelp ‘ . 0 % transparent go
Execute ' - .
proteopedia.org/w/Scene_authoring_tools

— measurements [show]



	Slide Number 1

